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Abstract. Soluble epoxide hydrolase (sEH) hydrolyses/
inactivates anti-inflammatory epoxyeicosatrienoic acids (EETs)
to their corresponding diols, and targeting sEH leads to strong
anti-inflammatory effects. In the present study, using a tissue
microarray and immunohistochemical approach, a significant
increase of sEH expression was identified in ulcerative colitis
(UC)-associated dysplasia and adenocarcinoma. The effects of
deficiency in the sEH gene were determined on dextran sulfate
sodium (DSS) colitis-induced carcinogenesis. The effects of
EETs on lipopolysaccharide (LPS)-activated macrophages were
analyzed in vitro. With extensive histopathological and
immunohistochemical analyses, compared to wild-type mice,
sEH–/– mice exhibited a significant decrease in tumor incidence
(13/20 vs. 6/19, p<0.05) and a markedly reduced average tumor
size (59.62±20.91 mm3 vs. 22.42±11.22 mm3), and a significant
number of pre-cancerous dysplasia (3±1.18 vs. 2±0.83, p<0.01).
The inflammatory activity, as measured by the extent/proportion
of erosion/ulceration/dense lymphoplasmacytosis (called active
colitis index) in the colon, was significantly lower in sEH–/–
mice (44.7%±24.9% vs. 20.2%±16.2%, p<0.01). The
quantitative polymerase chain reaction (qPCR) assays
demonstrated significantly low levels of cytokines/chemokines
including monocyte chemoattractant protein (MCP-1), inducible
nitric oxide synthase (iNOS), vasopressin-activated calciummobilizing (VCAM-1), interleukin-1 beta (IL-1β) and tumor
necrosis factor-alpha (TNF-α). In vitro, LPS-activated
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macrophages treated with 14,15-EET showed a significant
reduction of LPS-triggered IL-1β and TNF-α expression.
Eicosanoic acid metabolic profiling revealed a significant
increase of the ratios of EETs/ dihydroeicosatrienoic acids
(DHETs) and epoxyoctadecennoic acid/dihydroxyoctadecenoic
acid (EpOMEs/DiHOMEs). These results indicate that sEH
plays an important role in the development of colitis and in
inducing carcinogenesis.
Chronic inflammation is a well-recognized risk factor that
plays a crucial role in initiating and promoting the
development of many types of cancers (1, 2). A typical
example is inflammatory bowel disease (IBD) that comes
with a markedly increased risk of colorectal cancer (CRC)
(3-5). IBD is an idiopathic, longstanding, chronic active
inflammatory process in the gut and includes two diseases:
ulcerative colitis (UC) and Crohn’s disease. The incidence of
CRC has been increasing in patients with UC and the risk of
CRC increases with increased extent and duration of UC. In
population-based cohorts, UC increases the risk of CRC by
2.4-fold (6). Crohn’s disease presents similar
epidemiological findings regarding its risk of cancer
development. Several pro-inflammatory mediators are
involved in inflammation and carcinoma development;
arachidonic acid metabolites, such as prostaglandins and
leucotrienes, are inflammatory instigators playing a crucial
role in this process.
Prostaglandins and leucotrienes are generated from
arachidonic acid mediated by the enzymes cyclooxgenase
and lipoxygenase (7, 8). Epoxyeicosatrienoic acids (EETs)
are products of arachidonic acid metabolism mediated by
cytochrome P450 which display an anti-inflammatory action
(9). Under physiological conditions, soluble epoxide
hydrolase (sEH) catalyzes the conversion of EETs to their
corresponding dihydroxyeicosatrienoic acids (DHETs) (10,
11), and abolishes their anti-inflammatory effects (9).
Inhibition or gene knockout of sEH stabilizes EETs and
increases the EET-to-DHET ratio, leading to inhibition of
inflammation through suppression of nuclear factor kappa-B
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(NF-κB) activity and tumor necrosis factor (TNF-α)-induced
expression of vascular cell adhesion molecules such as
VCAM-1 (12, 13). Our previous study using a spontaneous
colitis model in interleukin-10 (IL-10)-knockout mice
demonstrated that sEH deficiency significantly reduces
inflammatory activity and carcinoma development in the
bowel (11, 14). Mechanistic study is highly parallel to the
down-regulation of cytokines and chemokines TNF-α,
monocyte chemoattractant protein-1 (MCP1), and IL-12, 17 and -23 and NF-κB signals in sEH-deficient mice, as
well as the increased ratio of EET-to-DHET and EpOMEto-DiHOME. Whether or not these anti-inflammatory effects
of sEH gene deficiency or inhibition extend to other
inflammatory models needs to be investigated further.
Dextran sulfate sodium (DSS)-induced colonic active
inflammation highly mimics human UC both clinically and
histopathologically (7, 15-17). A sequence of DSS-induced
colitis-dysplasia-carcinoma in long-term experimental settings is
a typical model for studying IBD and cancer (18-23). This model
has been extensively used to study cytokines and chemokines
involved in IBD, as well as chemopreventive compounds such
as inositol (19, 22-24). In the present study, the expression of
sEH in human UC, UC-associated dysplasia and colorectal
carcinomas was analyzed immunohistochemically using a tissue
array approach. The effects of sEH gene deficiency in long-term
DSS-induced UC and carcinogenesis were determined in mice
with sEH gene-knockout. Development of tumors and dysplasia
in the colon was analyzed both histopathologically and
immunohistochemically. Inflammatory activities, cytokines, and
chemokines were analyzed immunohistochemically as well as
using a qPCR approach. Effects on the expression of key
inflammatory cytokines in in vitro-cultured macrophages treated
with LPS and EETs were analyzed using a qPCR approach. The
eicosanoid metabolic profile was analyzed using a liquid
chromatographic/mass spectrometric (LC/MS-MS) method.

Animal experiments. The Institutional Animal Care and Use
Committee at Northwestern University approved all animal
experiments (NU2011-1389). C57BL/6J mice were purchased from
Jackson Laboratory (Bar Harbor, ME, USA), and sEH–/– mice in a
C57BL/6J background were provided by Dr. Hammock, the University
of California, Davis, CA (25). All mice were housed in micro-isolator
cages (3-5 mice/cage) in a room illuminated with 12 h/12 h light-dark
cycle and with free access to water and chow in the animal facilities at
the Center for Comparative Medicine at Northwestern University.
Four groups of animals were enrolled at the beginning of the
experiments: Wild-type and sEH–/– mice as negative controls (n=5
mice/group), and wild-type and sEH–/– mice treated with DSS (n=20
mice/group). DSS was administered to mice in the drinking fluid
throughout the experiment. According to our previously-established
methods (20), mice were subjected to 12 consecutive DSS cycle
treatments; each cycle was defined as 1% DSS (w/v in de-ionized
water) given to mice through the drinking fluid for seven days, followed
by 10 days of ordinary tap water that allowed mice to recover from
DSS-induced active inflammation in the colon. The cyclic protocol of
DSS treatment mimics clinical flare-up and flare-down inflammatory
activity in ulcerative colitis (22). All mice were fed with AIN93M diet
containing 90 mg iron per kg diet. The mice were sacrificed at the end
of the 12th DSS cycle (for a total treatment of 204 days).
Specimen collection and tissue processing. Mice sacrificed before
the completion of 12 DSS cycles due to significant weight loss
(>20%), excessive rectal bleeding and loss of activity were excluded
from the results of the carcinogenesis experiment.
Mice were sacrificed by CO2 asphyxiation. Blood and plasma
were collected via heart puncture and stored in a freezer at –80˚C
until analysis. All key organs were collected. Briefly, the colon was
inflated by in situ intra-luminal perfusion with chilled normal saline
solution and opened longitudinally. The number, size and distribution
of ulcers and tumors were measured and recorded. Tumor volume
was calculated using the equation V=4/3πr3, where r was the average
tumor radius obtained from the two diameter measurements. Mucosal
tissue from half of the colon was collected freshly in RNALater
(Qiagen, Inc. Toronto, Canada) for RNA extraction for qPCR assay.
The other half of the colon was fixed in 10%-buffered formalin,
prepared as “swiss rolls”, and processed for paraffin sections for
histopathological and immunohistochemical analyses.

Materials and Methods
Reagents. Reagents and antibodies used in this study were: Dextran
sulfate sodium salt (MP Biomedicals, LLC, Solon, OH, USA),
AIN93M/2XFe diet (Research Diets, Inc., New Brunswick, NJ, USA),
antibodies against myeloperoxidase (rabbit pAb; Abcam, Cambridge,
MA, USA), anti-Ki67 (rabbit mAb; Vector Laboratories Inc.,
Burlingame, CA, USA), and sEH (rabbit pAb, Santa Cruz
Biotechnology, Inc., Santa Cruz, CA, USA), biotinyted anti-rabbit IgG
secondary antibody and avidin/biotinylated enzyme complex (ABC,
peroxidase system, Vector Laboratories Inc., Burlingame, CA, USA),
diaminobenzidine, LPS and Mayer’s hemotoxylin (Sigma-Aldrich,
St.Louis, MO, USA), RPMI-1640 medium (Cellgro, Mannasa, VA,
USA), 14,15-epoxy-eicosatrienoic acid (Cayman Chemical Company,
Ann Arbor, MI, USA), RNeasy Kit (Qiagen, Inc., Valencia, CA, USA),
SuperScript III Platinum Two-Step qRT-PCR Kit with SYBR Green
(Invitrogen, Carlsbad, CA, USA), and diethyl procarbonate (EMD
Chemicals, Gibbstown, NJ, USA). All the primers for PCR assays were
purchased from Integrated DNA Technologies, San Jose, CA, USA.
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Histopathological analysis. According to our previously-established
criteria (20-22), colorectal tumor, dysplasia and inflammatory
activity were analyzed histopathologically. The carcinomas were
further classified as polypoid adenocarcinomas with well, moderate,
or poorly differentiated pattern (based on formation of glandular
structure), and mucinous carcinomas (based on mucin production in
more than 50% of the tumor). Dysplasia was characterized by partial
loss of cell polarity and maturation, nuclear atypia, and an increase
in mitotic figures. The grading of colonic inflammatory activity was
mainly measured by the extent/proportion of inflammatory
erosion/ulceration and intense lymphoplasmacytosis (analyzed for
the density of lymphoplasma cells in the inflamed mucosa) in the
colon, and the percentage of myeloperoxidase-stained neutrophils in
the total cells counted in the inflamed colonic mucosa.
Immunohistochemistry. Immunohistochemical staining was performed
using avidin/biotinylated enzyme complex-ABC peroxidase system
on paraffin embedded tissue sections as previously described (11).
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Human ulcerative colitis-UC tissue microarrays were established with
180 tissue specimens including 72 UC, 54 dysplasias, and 54
adenocarcinomas, with each specimen having four tissues cores
obtained from achieved tissues of Northwestern Memorial Hospital
(with approval of institutional IRB # STU00047832). The primary
antibodies included antibodies against myeloperoxidase, Ki67, and
sEH. Biotinyted anti-rabbit IgG secondary antibody was purchased
from Vector Laboratories Inc. Diaminobenzidine was used as the
chromogen. Slides were washed three times with TBST buffer
between incubations and counterstained with Mayer’s hemotoxylin
for 1 min. sEH expression was analyzed based on the staining
intensity, and graded as 0: no staining or background staining, 1: faint
or weak staining intensity and 2: intense staining. The number of
myeloperoxidase-labeled neutrophils, and Ki-67-labeled proliferative
cells per high power (×40 objective lens) were counted to determine
the percentage of positive cells out of the total cells counted.
Peritoneal macrophage isolation and cell culture. Five C57BL/6J
mice were sacrificed. A 30% sucrose solution (10 ml per mouse)
was injected into the peritoneal cavity, gently palpated for about
5 min, and then the fluid was aspirated out. Collected fluid was spun
down and washed with RPMI-1640 medium containing 10% fetal
bovine serum (FBS) and 500 μl gentamicin (complete medium).
Cells (3×106/3 ml/well) were seeded in 6-well dishes with the
complete medium for 2 h at 37˚C in 5% CO2 in a humidified
incubator, and then were replenished with fresh medium to remove
erythrocytes and floating cells. The attached cells defined as
macrophages were cultured for 24 h, followed by treatment with
LPS at a dose of 10 μg/ml and 14,15-EET at the doses of 500 nM
and 1 μM for 24 h. Cells were then washed with cold PBS,
trypsinized, and harvested by centrifugation. Total RNA was
extracted for quantitative analysis of inflammatory cytokines using
a real time RT-PCR assay.
Quantitative real-time PCR. Total RNA was extracted from the
colonic mucosa and cultured macrophages using the RNeasy Kit
(Qiagen, Inc.), and the concentration was measured using a
SmartSpec Plus Spectrophotometer (BioRad, Hercules, CA, USA).
cDNA was synthesized using 1 μg of total RNA in a 20 μl reverse
transcriptase reaction mixture using SuperScript III Platinum Two
Step qRT-PCR Kit with SYBR Green (Invitrogen) according to the
manufacturer’s instructions. The detailed methods were described
in our previous publication (11). All real-time RT-PCR reactions
were performed in a 20 μl mixture containing 1/10 volume of cDNA
preparation (2 μl), 10 μl SYBR Green buffer, 0.4 μM of each
primer, 6.8 μl diethylprocarbonate (EMD Chemicals). Real-time
PCR for mRNA quantification was performed using the
MiniOpticon Real Time PCR System (Bio-Rad). PCR conditions
were: 50˚C for 2 min, 95˚C for 2 min, followed by 40 cycles of
95˚C, 15 s; 58˚C, 3 s; 50˚C, 1 s. Data for each mRNA expression
experimental are shown as the relative fold-change normalized by
that of glyceradehyde-3-phosphate dehydrogenase (GAPDH).
Analysis of arachidonic acid metabolic profile using LC/MS-MS
method. LC/MS-MS analysis of oxylipids was performed using a
modified method. The detailed methods for sample treatments and
analysis were described in our previous publication (11, 14).
Statistical analysis. Each analyzed parameter is expressed as the
mean±SD, unless otherwise stated, with at least three independent
measurements. Continuous variables were compared with the

Student’s t-test, whereas categorical variables were compared with
Chi-square test. All statistical tests were two-tailed; statistical
significance was set at p<0.05.

Results
Expression of sEH in human UC and UC-associated
dysplasia and adenocarcinoma. In order to determine the
status of sEH expressed in human UC and its associated
dysplasia and adenocarcinoma, tissue microarrays were
established, which included 180 patients in total with UC (72
patients), dysplasia (54 patients), and adenocarcinoma (54
patients), each specimen with four tissue cores in the array.
Using a specific antibody against sEH through an
immunohistochemical approach, distinct expressions of sEH
in these microarray samples were detected. Our results
showed that non-neoplastic colonic epithelia displayed weak
positivity in 39% (n=72, 28/72) of cases, mainly expressing
focal epithelia with reactive hyperplastic changes (Figure
1A); while 88.9% (n=54, 48/54) of UC-associated dysplasia
(Figure 1B) and 94% (n=54, 51/54) of UC-associated
adenocarcinoma displayed positivity (Figure 1C). Further
semi-quantification of the staining intensity showed a
significant (p<0.05) increase of sEH expression in UCassociated dysplasia and adenocarcinoma (Figure 1D).
sEH Gene deficiency inhibited DSS-induced colitisassociated carcinogenesis in mice. Body weight, food and
water consumption were carefully monitored during the
animal experiment. There was no difference in the average
body weight, food and water consumption between the
sEH–/– mice and wild-type mice treated with or without DSS
(data not shown). The average body weight of sEH–/– mice
did not differ from that of wild-type C57/6j mice at the end
of the experiment (average body weights 24.34±3.0 g in
sEH–/– mice vs. 24.49±2.9 g in C57/6j mice, p>0.05).
Tumor development was analyzed both grossly and
histopathologically. No tumor was seen in wild-type nor
sEH–/– mice without DSS treatment. A significant reduction
of colorectal carcinoma development was observed in
sEH–/– mice with DSS-induced colitis (p<0.05) (Figure 2G
and H). Histopathological analysis showed that the majority
of colonic tumors were well-differentiated mucinous
carcinomas with invasion into the muscularis propria or
subserosa (Figure 2A-C). Mucinous carcinoma incidence
was greater in wild-type mice than in sEH–/– mice (9/20 vs.
3/20) but the difference did not reach statistical significance
(p>0.05). Polypoid adenocarcinomas, characterized by
well-differentiated glandular/tubular growth pattern with
invasion into the lamina propria or submucosa (Figure 2D),
were identified in 5/20 of the wild-type mice, while no
polypoid adenocarcinomas were found in sEH–/– mice
(p<0.01).
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Figure 1. Immunohistochemical analysis of soluble epoxide hydrolase (sEH) expression in human ulcerative colitis (UC) and its associated dysplasia
and adenocarcinoma. A: Non-neoplastic colonic mucosa showing focal reactive/hyperplastic epithelium with positive sEH staining; B: UC-associated
dysplasia with intense sEH staining; C: UC-associated adenocarcinoma with intense sEH staining; D: Histogram of semi-quantification of sEH
staining intensity. Compared to the non-neoplastic colonic mucosa, the intensity of sEH staining in both dysplasia and carcinoma was significantly
increased (p<0.05).

IBD-induced dysplasia in the colon was analyzed
histopathologically and immunochemically. Morphologically,
dysplasia is characterized as the partial loss of nuclear polarity
and cell maturation, with nuclear atypia and an increased mitotic
activity (Figure 3D). All wild-type mice with DSS-induced
colitis carried colonic dysplastic lesions, with an average
3±1.18/mouse, while 18/20 of sEH–/– mice with DSS-induced
colitis carried on average 2±0.83 colonic dysplastic lesions per
mouse (p<0.01, Figure 3D). Proliferation as determinated by Ki67 labeling was crucial for characterizing dysplastic lesions. In
inflamed colonic mucosa, Ki-67-labeling proliferative cells were
predominantly located in the crypt compartment (Figure 3A),
while in the dysplastic lesions, Ki-67-labeled proliferative cells
were observed in both crypt epithelium and upper/superficial
compartments (Figure 3B). Semi-quantitative analysis of Ki-67labeled cell proliferative cells was performed for both the
superficial-differentiated and the deep-crypt proliferation
compartments in colonic mucosa. A significant decrease of Ki-
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67-labeled cells in the upper/superficial compartments of mucosa
in the inflamed mucosa (p<0.01) and in the dysplastic lesions
(p<0.01) was observed in sEH–/– mice compared to wild-type
mice (Figure 3C), but there was no statistical difference in Ki67-labeled cell proliferation in the deep-crypt proliferation
compartment in colonic mucosa.
Histopathological and immunohistochemical analyses of
colonic inflammatory activity. Morphologically, inflammatory
activity was analyzed based on the extent of inflammation
(proportion of the colonic mucosa with erosion/ulcerative/
lymphoplasmacytosis in the total colonic mucosa) or defined as
the percentage of inflamed area in the colon (Figure 4A and B).
The percentage of inflamed area in the colon was significantly
greater in wild-type than in sEH–/– mice (44.7%±24.9% vs.
20.2%±16.2%, p<0.01). In addition, more wild-type mice had
more than 50% inflammation or active colitis in the colon
compared to the sEH–/– (p<0.05) (Figure 4C).
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Figure 2. Histopathological analysis of colorectal carcinoma in dextran sulfate sodium (DSS)-induced colitis in both wild-type and sEH–/– mice. AC: Representative photographs of invasive mucinous adenocarcinoma (from low ×20 to high ×400 magnification); D-F: Representative pictures of
polypoid well differentiated adenocarcinoma (from low ×20 to high ×400 magnification); G: Histogram of tumor incidence; H: Histogram of average
tumor volume. Results are expressed as the mean±SD.

Active inflammatory cells or neutrophils labeled by
myeloperoxidase (MPO) immunostaining were further
analyzed immunohistochemically. The number of MPOlabeled neutrophils was counted and expressed as percentage
of total cells counted. Compared to wild-type mice,
significantly fewer MPO-labeled neutrophils were observed
in sEH–/– mice (p<0.05) (Figure 4F).
Analysis of key inflammatory cytokines and chemokines in the
cultured LPS-activated macrophages treated with 14,15-EET
and in the colonic mucosal tissues. Transcriptional expression
of IL-1β and TNF-α in LPS-activated macrophages with and

without 14,15-EET treatment were quantitatively analyzed
using the qPCR assay. As seen in Figure 5A and B,
significant increases of both IL-1β and TNF-α expression
were observed in LPS-activated macrophages compared to
vehicle-treated cells, while a significant reduction of mRNA
expression of IL-1β and TNF-α were observed in 14,15-EETtreated cells (p<0.01). Transcriptional expression of
inflammatory cytokines and chemokines were further
analyzed in freshly-collected colonic mucosa (n=6
mice/group). Wild-type and sEH–/– mice without DSS
treatment led minimal expressions of MCP-1, iNOS, VCAM1, IL-1β, TNF-α, and IFN-γ. By setting the value of each
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Figure 3. Quantitative analysis of Ki-67-labeled proliferative cells in the superficial and crypt compartments of colonic epithelium in dextran sulfate
sodium (DSS)-induced colitis. A: Active colitis in both wild-type (WT, left) and sEH–/– mice (right); B: Colitis-induced dysplasia in both WT (left)
and sEH–/– mice (right); C: Histogram showed a significant reduction of Ki-67-labeled proliferative cells (percentage of the Ki-67-labeled
proliferative cells) within the superficial compartment in both of active colitis and dysplasia in sEH–/– mice compared to WT mice (p<0.01). D:
Histogram showed that the number of dysplastic lesions in DSS-induced colitis was significantly reduced in sEH–/– mice compared to WT mice
(p<0.01). The results are expressed as the mean±SD.

cytokine expression in wild-type mice as 1, significant
decreases of MCP-1, iNOS, VCAM-1, and IL-1β were found
in sEH–/– (p<0.01). The expression of TNF-α and IFN-γ
were markedly decreased in sEH–/– mice, but did not reach
statistical significance (p>0.05, Figure 5C and D).
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Plasma eicosanoid profile using LC/MS-MS. The ratio of fatty
acid epoxides (EpOMEs) to their corresponding diols
(DiHOMEs), as well as EETs to DHETs, are the most crucial
biomarkers for determining sEH activity in vivo. Using LC/MSMS, plasma levels of EETs, including 11(12)-EET, 14(15)-EET,
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Figure 4. Histopathological and immunohistochemical analysis of dextran sulfate sodium (DSS)-induced colitis. A: Colonic mucosa showing focal
mucosal erosion and intense lymphoplasmocytosis in wild-type (WT) mice; B: Much less intense lymphoplasmocytosis within the lamina propria of
the colonic mucosa in sEH–/– mice; C: Histogram of semi-quantification of active colitis (the percentage of inflamed area in the colon) showing a
significant decrease of active colitis in sEH–/– mice compared to WT mice (p<0.05). Myeloperoxidase (MPO)-labeled neutrophils in active colitis in
WT mice (D) and sEH–/– mice (E). F: Histogram of percentage of MPO-labeled neutrophils out of total cells counted showing a significant decrease
of MPO-labeled neutrophils in sEH–/– mice compared to WT mice (p<0.05).

and the fatty acid epoxides (EpOME), including 9(10)-EpOME
and 12(13)-EpOME, as well as their corresponding diols, were
quantitatively analyzed. The ratios of EET/DHET and
EpOME/DiHOME (sum of all EETs and DHETs, and EpOMEs
and DiHOMEs) were significantly increased in sEH–/– mice,
compared to wild-type mice (Figure 6).
To investigate whether there was an effect of sEH genedeficiency on modulating the other metabolic pathways of
arachidonic acid, including cyclooxygenase (COX2) and
lipoxygenase (LOX)-mediated metabolites, all of these
metabolites, including prostaglandin E2 (PGE2), PGD2,
thromboxane B2 (TXB2), leukotriene B4 (LTB4) and 5hydroxyeicosatetraenoic acid (5-HETE) were analyzed. Our
results showed that there were no significant difference in
their levels between wild type mice and sEH–/– mice.

Discussion
sEH converts anti-inflammatory EETs to their
corresponding diols and leads to the inactivation of their
physiological function. sEH protein is distributed in
different human organs and tissues (26). Its intracellular

localization is cell-specific; sEH is both cytosolic and
peroxisomal in human hepatocytes and renal proximal
tubules, but exclusively cytosolic in other sEH-containing
cells such as intestinal epithelium (26). It has been
demonstrated that sEH expression in cancer is tumor typedependent. In renal and hepatic tumors, sEH was downregulated, but in seminoma, cholangiocarcinoma and
advanced ovarian cancer, the expression of sEH was upregulated (27-29). Our study with resected human colonic
tissues first demonstrated that sEH expression was
significantly up-regulated in UC-associated dysplasia and
adenocarcinoma, but was minimally expressed in nonneoplastic colonic epithelia, mainly in the reactive
hyperplastic epithelium. Our previous study showed sEH
gene-deficiency attenuates inflammatory activity and tumor
development in the bowel in spontaneous IBD in IL-10
knockout mice (11). In the present study, we further
demonstrated that sEH gene-deficiency in DSS-induced
colitis in mice led to the reduction of ulcerative
inflammatory activity and induced tumor development in
the colon. These findings indicate that sEH plays a crucial
role in colitis-induced carcinogenesis.

5267

ANTICANCER RESEARCH 33: 5261-5272 (2013)

Figure 5. Quantitative real time-RT-PCR analysis of expressions of inflammatory cytokines and chemokines. A significant decrease of mRNA
expression of interleukin-1 beta (IL-1β) (A) and tumor necrosis factor alpha (TNF-α) (B) in macrophages isolated from peritoneal cavity treated with
lipopolysaccharide (LPS) and 14,15-EET. A significant decrease of mRNA expression of IL-1β (C) and TNF-α (D) in freshly-collected colonic
mucosa from sEH–/– mice as compared to wild-type (WT) mice (n=6 mice/group). Results are reported as the mean±SD. The statistically significant
difference is labeled in the figure.

Long-standing chronic active IBD is a high-risk factor for
cancer development. Several key molecular events involved
in chronic active inflammatory processes contribute to cancer
development, including the overproduction of reactive
oxygen and nitrogen species, aberrant metabolites of key
arachidonic acid metabolism, overproduction of cytokines/
chemokines, and the dysfunction of the immunity system (7).
Inflammatory cells especially neutrophils and macrophages,
play a central role in these molecular events (30). Targeting
inflammatory cell infiltration would be a key event to
suppress inflammatory activity and inflammation-induced
carcinogenesis. Our study indicated that sEH gene-deficiency
in mice led to a significant decrease of MPO-labeled active
inflammatory cells in the inflamed colonic mucosa that
paralleled the reduction of colonic tumor development. This
further supports that inhibition of active inflammation leads
to blocking of colitis-induced carcinogenesis.
The direct biological action of sEH gene-deficiency is to
stabilize EETs via inactivation of the conversion of EETs to
DHETs by sEH. Elevation of EETs prevents the
amplification of several inflammatory events by inhibition of
transcription factor NF-kB and IkappaB kinase (IkB),
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including down-regulation of pro-inflammatory proteins,
such as TNF-α, IL-1ß and iNOS, as well as VCAM1 and
MCP1 (10). The cell adhesion molecule VCAM1 appears to
be a key molecule for leukocyte adhesion to endothelial cells
and infiltration into inflamed areas (14, 31-35). In the present
study, using a powerful LC/MS-MS assay, we analyzed the
effect of sEH gene-knockout on arachidonic acid metabolic
profile and showed a significant increase of ratios of fatty
epoxides-to-diols and EETs-to-DHETs, a biomarker for sEH
gene-deficiency and inhibition. We further demonstrated that
the expressions of TNFα, VCAM1, MCP1, IL-1ß, and iNOS
were significantly reduced in sEH–/– mice with DSS-induced
colitis. Further mechanistic study using in vitro LPSactivated macrophages demonstrated that treatment with EET
significantly inhibited the expression of TNF-alpha and IL-1
beta in the active macrophages. All of these findings indicate
that EETs play a central role in anti-inflammatory activity
via targeting sEH.
In addition to stabilization of EETs, whether or not sEH
gene-deficiency modulates other arachidonic metabolic
pathways, such as COX and LOX metabolites, is an
important question that needs to be fully addressed. Our
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Figure 6. Eicosanoid profile in plasma specimens analyzed using a liquid chromatographic/mass spectrometric (LC/MS-MS) method. The levels of
epoxygenase-dependent metabolites in plasma expressed as the ratio of epoxyeicosatrienoic acids (EETs)-to-dihydroeicosatrienoic (DHETs) (A)
and the ratio of total epoxyoctadecennoic acid (EpOME)-to-dihydroxyoctadecenoic acid (DiHOME) (B) are shown. Total EETs include 9(10)-,
11(12), and 14(15)-EET and total DHETs include 9(10)-, 11(12), and 14(15)-DHET. Total EpOMEs include 9(10)- and 11(12)-EpOME) and total
DHETs include 9(10)- and 11(12)-DiHOME. Results are reported as the mean±SD. The statistically significant difference is labeled in the figure.

previous study demonstrated that sEH deficiency in
spontaneous colitis in IL-10-knockout mice leads to mild
modulation of LOX and COX-mediated metabolites,
including minimal increase of LTB4 and 5-HETE, and
mild decrease of PGE2, indicating potential feedback
regulation on arachidonic acid metabolism (11, 14).
Schmelzer et al. reported that although inhibition of sEH
with 12-(3-adamantane-1-yl-ureido)-dodecanoic acid nbutyl ester (AUDA-nBE) does not directly inhibit
phospholipase A 2, COX 2, TXB 2, or human 15-LOX1, it
indirectly altered the production of LPS-induced COX and
LOX metabolites, reducing levels of PGD2, PGE2, TXB2,
6-keto-PGF1α, and 5-HETE (35, 36). In the present study,
using a LC/MS-MS approach, COX and LOX-mediated
metabolites, including PGE 2, PGD 2, TXB 2, LTB 4 and 5HETE, were analyzed and showed no significant difference
between wild-type and sEH–/– mice. These differences may
be due to either different inflammatory disease models, or
there is an alternative pathway involved in long-term mild
active chronic inflammation in the colon in sEH-knockout
mice. Further study on analysis of the expression and
activities of key enzymes involved in arachidonic acid
metabolism is needed.
There is a concern that sEH inhibition may affect
angiogenesis and cancer metastasis (37). In addition to antiinflammatory action and regulating vascular tone, EETs
modulate several signaling cascades and affect cell
proliferation, cell migration and angiogenesis (9).
Angiogenesis is an important pathophysiological process for
wound healing and tissue regeneration, but it is also a crucial
event involved in tumor progression and metastasis. The
effect of EETs and sEH inhibition on either enhancing or
blocking angiogenesis is critical (38-40). Our previous

studies together with the present results showed that sEH
gene deficiency attenuated inflammatory activity, reduced
ulcer formation and tumor development in colitis models in
mice, and there is no metastasis identified in these models of
colitis (11, 14). These findings indicate that inhibition of
inflammation via targeting sEH appears to be an important
step for prevention of inflammation-induced cancer
development.
In summary, over expression of sEH was first identified
in human UC-associated dysplasia and adenocarcinoma.
Using DSS-induced ulcerative colitis in mice, sEHknockout in mice significantly reduced inflammatory
activity and cancer development in the colon.
Mechanistically, an increase of EETs and down-regulation
of cytokines and chemokines play a crucial role in the
inhibition of inflammatory activity and reduction of
inflammatory cell infiltration and inflammation-induced
carcinogenesis. These findings imply that sEH is an
important target for inflammation and provide a strong
foundation for the development of anti-inflammatory
therapeutics as well as cancer prevention.
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